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APOB ~ LDLR ~ PCSK9 -~ ABCG2 ~ NOTCH3 ~ GLA
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Gene Variant type  |Nucleic acid change

ABCG2 |SNV c.421C>AICIT
NOTCH3|SNV €.1630C>T/G/A

GLA SNV IVS4+919G>A

APOB [SNV €.10579C>T

PCSK9 |SNV c.137G>A

LDLR |Indel c.1174dup ~ ¢.1954_1955del

c.1016T>G -~ ¢.1186+2 T>G -~ ¢.1241T7>G -

€.1246C>T ~ ¢.1268T>C -~ c.1291G>A -
€.1322T>C ~ ¢.1432G>A/T ~ c.1448G>A -~

LDLR |SNV c.1474G>A ~ ¢.1691A>C ~ ¢.1723C>T -

c.1747C>G/T ~ c.1867A>G ~ c.1879G>A -
€.2054C>A/T ~ ¢.2389 G>A -~ ¢.268G>A/T ~
c.510del C ~ ¢.516C>G ~ ¢.694+2T>C -~
C.769C>T -~ c.986G>A/T -




